
Organism and Trait Index

Organisms are listed by Latin names,
with the exception of domesticated
plants and animals, which are listed by
common name.

6PGD activity
Drosophila melanogaster 382

abdominal bristles
Drosophila melanogaster 156, 171-72,

173, 236, 271, 326-8, 333-5, 338, 382,
385, 419, 443, 717

Abies (Nobel fir)
lethal equivalents 282

Acinonyx (Cheetah)
cranial measures 114
dental characters 114

Aedes (mosquito)
genetic map length 211

alcohol dehydrogenase (ADH) activity
Drosophila melanogaster 382, 424-5

alga, see Chlamydomonas
Alzheimer’s disease 419
Ambystoma (Tiger salamander)

cannibalistic larval morphs 107, 739
amphibians, see Ambystoma (Tiger sala-

mander), Graptemys (map turtle)
Amsinckia (annual plant)

flower number 287
total fitness 287, 351
viability 287
yield 287

Anser (snow goose)
clutch size 549

antennule length
Bosmina 303

anthesis date
maize 488

Antirrhinum majus (snapdragons)
pallida gene 325

anthocyanins
Mimulus 478-9
Petunia 325

antiherbivore defense
Pastinaca 568-9

antipredator behavior
Thamnophis 655

Apis (honeybee)
wing length 114

apolipoprotein E
human gene 419

Apterothis (Triph)
insect-plant interactions 108-109

Arabidopsis thaliana
Agrobacterium T-DNA plasmid 426
flowering time 489
gene order conservation with Brassica

428
genetic map length 211, 236, 396
genome size 396
height 426
life-history traits 338
total fitness 346, 351
weight 117

Arachis hypogaea, see peanut
Ascochyta (pathogenic fungus)

pea infection resistance 478
Aspergillus nidulans (bread mold)

growth rate 92-93,
Astyanax (Cave fish)

eye diameter 222, 239
Avena sativa, see oats

Bacteria, see Escherichia (human gut bac-
teria), Pseudomonas (plant pathogen)

barley (Hordeum vulgare)
denso gene 400
ert gene 400
genetic map length 211
height 400
life-history traits 338
pathogen resistance 408
yield 674, 678

bean (Phaseolus vulgaris)
genetic map length 211
seed color 398
seed weight 11, 13, 398

behavioral traits
mouse 117

Begonia (angiosperm)
lethal equivalents 282

bill color
Taeniopygia 726

bill depth
Ficedula 698
Melospiza 551, 698

1006
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bill length
Ficedula 549
Geospiza 549
Melospiza 549

bison (Bison bison)
lethal equivalents 278, 279
viability 279

Biston (peppered moth)
melanism 323

birds, see Anser (snow goose), chicken
(Gallus gallus), Coturnix (Japanese
quail), Ficedula (flycatcher), Geospiza
(Darwin’s finches), Hirundo (barn swal-
low), Melospiza (song sparrow), Parus
(tits), Passer (house sparrow), Passerella
(fox sparrow), Sturnus (starling), Tae-
niopygia (zebra finch), Zonotrichia
(ruffous-collared sparrow)

birth weight
human 168-70, 272
Gazella 255

bivalues
plicae number 114

blood groups
human M/N, S/s genes 99-100

blood pressure
human 586

body size
Drosophila melanogaster 549-50
human 270
Moraba 381
mouse 405, 464, 654
rat 653-4

Bolitotherus (forked fungus beetle)
heterozygosity and growth rate 290

bone length
mouse 112, 338
Myotis 304

Bos, see bovine
Bosmina (cladoceran)

antennule length 303
tail spine length 303, 304

bovine (Bos)
cross-fostering 703
lethal equivalents load 278, 279
milk production 499, 506
viability 279

brain size
mouse 654
rat 653-4

Brassica napus, see rapeseed
bristle number

Drosophila melanogaster 114, 117, 124
also see abdominal, ocellar, scutellars,

and sternopleural bristles

Caenorhabditis elegans (nematode)
dosage compensation 717-8
genetic map length 211

Callosobruchus (cowpea weevil beetle)
developmental time 664-5
emergence weight 664-5
pronotum width 664-5
wing length 664-5

cannibalistic larval morph
Ambystoma 107, 739

Capsicum frutescens, see red pepper
carotenoids

Mimulus 478-9
cartilage-hair hypoplasia (CHH) disease

human 417-8
cat, domesticated (Felis)

coat color 716
“tortoise-shell” phenotype 716

Cavia porcellus, see guinea pig
Cerion (snail)

morphological variance and enzyme
heterozygosity 118

chemoreceptive response
Thamnophis 648-50

chest girth
human 253, 586

chicken (Gallus gallus)
egg production 423
egg weight 359
lethal equivalents 279
MHC haplotypes 423
viability 279, 280
weight 222, 239

Chlamydomonas
growth rate 675
recessivity of new mutants 65

cholesterol levels
human 356-7, 419

Clarkia (angiosperm)
lethal equivalents 282

club foot
human 734
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Clupea (herring)
morphological variance and enzyme

heterozygosity 118
vertebrae number 299

clutch size
Anser 549
Ficedula 549, 708-9
Geospiza 549
Parus 549
Sturnus 549

coat color
domesticated cat 716
mouse 426

coat pattern
guinea pig 124
Thamnophis 106, 655

Coelopa (seaweed fly)
wing length 381

Collybia (fungi)
mycelia number 243

competitive ability
Drosophila melanogaster 255, 271

corn, see maize
corn borer resistance

maize 477-8, 488
corolla length

Mimulus 239
tobacco 239, 398

corolla width
Mimulus 478-9

cotton (Gossypium hirsutum)
fiber 117

cows, see Bovine
Cottus (sculpin fish)

morphological variance and enzyme
heterozygosity 120

Coturnix (Japanese quail),
lethal equivalents 279
viability 279

cranial measures
Acinonyx 114
mouse 338
Saguinus 112, 114

Crassostrea (oyster)
morphological variance and enzyme

heterozygosity 118
gonadal development 614

crop plants, see barley (Hordeum vul-
gare), bean (Phaseolus vulgaris) , cotton

(Gossypium hirsutum), lettuce (Lactucua
sativa), lima beans (Phaseolus lunatus),
maize (Zea mays), oats (Avena sativa),
pea (Pisum sativum), peanut (Arachis hy-
pogaea), pearl millet (Pennisetum glau-
cum), potato (Solanum tuberosum), rape-
seed (Brassica napus), red pepper (Cap-
sicum frutescens), rice (Oryza sativa), rye
(Secale cereale), sorghum (Sorghum bi-
color), soybean (Glycine max), teosinte
(Zea mays), tobacco (Nicotiana species),
tomato (Lycopersicon species), wheat
(Triticum aestivum)

cross-fostering
bovine 703
porcine 703
rat 703
sheep 703

cystic fibrosis (CF) disease
human 418

Danaus (monarch butterfly)
morphological variance and enzyme

heterozygosity 118
Danio (zebrafish)

doubled-haploid lines 401
genetic map length 211

Daphina
hidden genetic variance 105, 106
growth rate 123, 124, 594-5
life-history traits 338
morphological variance and enzyme

heterozygosity 118, 120
outbreeding depression 224

DDT-resistance
Drosophila melanogaster 382

daylength sensitivity, see photoperiod re-
sponse

dental characters
Acinonyx 114
mouse 114, 116

developmental rate
Callosobruchus 664-5
Drosophila melanogaster 382
Drosophila mercatorum 647
Tribolium 578-9, 602-3

diabetes
human 420, 421-2, 523, 527, 529, 530,

531, 738-9
diastrophic dysplasis (DTD) disease

human 415-7
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diet shifts
Thamnophis 648-50

dosage compensation 716-8
Caenorhabditis 717-8
Drosophila 716-7
mammalian 716
marsupial 716

Drosophila (fruit fly)
dosage compensation 716-7
fitness and inversions 381
inbreeding depression in stressful en-

vironments 273
lethal alleles 65
outbreeding depression 224
viability 103-105

Drosophila athabasca
reproductive isolation 389

Drosophila heteroneura× D. sylvestris
head morphology 222, 239

Drosophila melanogaster
6PGD activity 382
abdominal bristles 156, 171-72, 173,

236, 271, 326-8, 333-5, 338, 382, 385,
419, 443, 717

achaete-scute region 326-7
alcohol dehydrogenase (ADH) activ-

ity 382, 424-5
Beadex-3 gene 323
body size 549-50
bristle number 114, 117, 124
competitive ability 255, 271
crossveinless gene 323
crossveinless gene and genetic assimi-

lation 316-17
cubitus interruptus gene 322, 323
DDT-resistance 382
developmental rate 382
egg hatchability 382
enzyme activity 337, 338, 339
extravert gene 323
eye color 322, 426
eye facet number 314-15
fertility 271, 352
fecundity 382
fitness 405
G6PF activity 382
gametic-phase disequilibrium 100
genetic map length 211, 236, 396
genome size 396
heterozygosity and growth rate 290
imaginal discs 655, 723-4

Drosophila melanogaster (continued)
larval foraging behavior 380
lethal equivalents 281
longevity 127, 128, 222, 239, 271, 352
male mating ability 271, 382
morphological variance and enzyme

heterozygosity 118
notchoid gene 323
ocellar bristle bristles 385
ovariole number 617-8
recombination rate variation 395
reproductive rate 271
ribosomal genes 327-8, 717
rosy gene 325
rudimentary gene 325
scabrous gene 327
scalloped gene 323
scute gene 316
scutellar bristles 312-13, 316, 385
short vein gene 323
senescence 380
sternopleural bristles 115, 173, 236,

271, 326-7, 333-6, 338, 382, 385-7
thorax length 271, 381, 382
total fitness 351
transposition rate 339
ultrabithorax gene 323
veinlet gene 324
viability 105, 236, 286, 271, 338, 339,

343-5, 351, 352, 382, 608-10
weight 173, 263, 271, 337, 338, 382
white gene 322, 426
wing length 114, 117, 271, 338, 381, 382
wing venation 322-3

Drosophila mercatorum
abnormal abdomen 327-8
developmental time 647
ribosomal genes 327-8
weight 647

Drosophila montana
esterase genes 97-98

Drosophila persimilis
viability 105

Drosophila prosaltans
viability 105, 117

Drosophila pseudoobscura
fertility 271
fecundity 382
genetic map length 211
lethal equivalents 281
reproductive rate 271
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Drosophila pseudoobscura (continued)
viability 105, 117, 286, 271
weight 382

Drosophila pseudoobscura× D. persimilis
hybrid male sterility 387

Drosophila simulans× D. mauritiana
hybrid male sterility 387-8

Drosophila simulans× D. sechellia
hybrid male sterility 387

Drosophila subobscura
fertility 271
gametic-phase disequilibrium 100
ocellar bristle number 316
ocelliless mutation 316
reproductive rate 271

Drosophila tripunctata
oviposition preference 222, 239

Drosophila willistoni
lethal equivalents 281
viability 105, 271

Escherichia coli (human gut bacteria)
viability mutation rate 339, 345-7

ear architecture
maize vs. teosinte 481-4

ear height
maize 488

ear number
maize 488, 604-5

ear size
maize 12, 239

egg hatchability
Drosophila melanogaster 382

egg laying rate
Tribolium 257

egg weight
chickens 359

Eichhornia (aquatic plant)
fitness and inbreeding depression 276

embryo survival
porcine 279, 280

Enneacanthus (banded sunfish)
fin ray, scale counts 115

enzyme activity
Drosophila melanogaster 337, 338, 339

Erigeron (seaside daisy)
insect-plant interactions 108-109
fecundity 669-71

esterase genes
Drosophila montana 97-98

Eurytemora (marine copepod)
heat susceptibility 172

Euschistus (pentatomid bug)
character fitness estimation 181-82

eye color
Drosophila melanogaster 322, 426

eye diameter
Astyanax 222, 239

eye facet number
Drosophila melanogaster 314-15

fecundity
chickens 423
Drosophila melanogaster 382
Drosophila pseudoobscura 382
Erigeron 669-71

feeding behavior
Thamnophis 106

Felis, see cat
fertility

Drosophila melanogaster 271, 352
Drosophila pseudoobscura 271
Drosophila subobscura 271
Tribolium 255

fiber
cotton 117

Ficedula (flycatcher)
beak depth 698
bill length 549
clutch size 549, 708-9
leg length 549
wing length 698

fin ray number
Enneacanthus 115
Lepomis 114
Poeciliopsis 114, 117, 125
Salmo 112, 114
Salvelinus 112, 114

fingerprints
human 124, 584-5, 586, 590-2

fish, see Astyanax (cave fish), Clupea
(herring), Cottus (sculpin), Danio (ze-
brafish), Enneacanthus (banded sunfish),
Fundulus (killifish), Gambusia (mosquito
fish), Gasterosteus (stickleback), Lep-
omis (bluegill sunfish), Oncorhynchus
(cuthroat trout), Pleuranectus (plaice),
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Poeciliopsis (guppy), Salmo (rainbow
trout), Salvelinus (brook trout)

fitness (total)
Amsinckia 351
Arabidopsis 346, 351
Drosophila melanogaster 351, 405
Leavenworthia 351
Mimulus 802
also see particular fitness components

(e.g., fecundity, fertility, longevity,
yield, viability)

fitness and chromosome inversions
Drosophila 381

fleece characters
sheep 726

flight polymorphism
Locusta 107, Schistocerca 107

flower color
Gerbera 364
Mimulus 478-9
tobacco 398

flower morphology
Mimulus 239, 478-9
tristylous plants 82
Raphanus 655

flowering time
Arabidopsis 489
maize 222, 239, 488
rapeseed 488
sorghum 458-9
Solidago 239
tobacco 220, 249, 624-5, 695
wheat 245-46

foot length
human 586

Friedreich ataxia disease
human 418

fronds area
Lemna 124

fruit characters
tomato 487

fruit color
tomatoes 398

fruit fly, see Drosophila
fruit pH

tomato 447, 451
fruit size

red pepper 239
tomatoes 398

fruit soluble-solids
tomato 406, 447, 451

fruit weight
Polygonum 679
red pepper 239
tomato 222, 239, 406, 447, 451

Fundulus (killifish)
morphological variance and enzyme

heterozygosity 118
fungi, see Ascochyta, Aspergillus, Collybia,

Neurospora, Saccharomyces

G6PF activity
Drosophila melanogaster 382

Gallus gallus, see chicken
Gambusia (mosquito fish)

offspring weight 124-25
gametic-phase disequilibrium

Drosophila melanogaster 100
Drosophila subobscura 100

Gasterosteus (stickleback)
scale counts 115

Gazella (Speke’s gazelle)
birthweight 255
lethal equivalents 279
viability 279

gene order conservation 428-9
Arabidopsis vs. Brassica 428
rice, maize, sorghum 428-9
tomato vs. potato 428
Vigna unguiculata vs. V. radiata 428

genetic map length
Aedes 211
Arabidopsis 211, 236, 396
barley 211
bean 211
Caenorhabditis 211
Danio 211
Drosophila melanogaster 211, 396
Drosophila pseudoobscura 211
human 211, 236, 396
maize 211, 236, 396
Pinus 211
Neurospora 211, 396
Saccharomyces 396
tomato 211, 396

genome size
Arabidopsis 396
corn 396
Drosophila melanogaster 396
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genome size (continued)
growth rate & morphology in plants

323
human 396
Neurospora 396
Saccharomyces 396
tomato 396

Geospiza (Darwin’s finches)
bill length 549
clutch size 549
leg length 549
weight 711

Gerbera (plant)
flower color 364

germination date
Impatiens 357-8

germination rate
tobacco 695

gill raker number
Salmo 112, 114
Salvelinus 114

glume characters
maize vs. teosinte 481-4

Glycine max, see soybean
gonadal development

Crassostrea 614
Gossypium hirsutum, see cotton
grain moisture

maize 488
Graptemys (map turtle)

sex ratio 743-4
gray leaf spot resistance

maize 488
growth hormone gene

mouse 419
growth rate

Aspergillus 92-93
Chlamydomonas 675
Daphina 123-24, 594-5
mouse 484-5
Orchesella 693
soybean 403-4
tobacco 695
tomato 117
also see heterozygosity and growth rate

Gryllus (cricket)
genetic vs. phenotypic correlations

640
life history traits 173-74
morphological characters 647

guinea pig (Cavia porcellus)
coat pattern 124

guinea pig (continued)
polydactyly 124, 727-8
offspring weight and litter size 309

handedness
human 741

harelip
human 734

head morphology
Drosophila heteroneura × D. sylvestris

222, 239
Pheidole 307

head size
human 586

heading date
rice 477

heart disease
human 279

heart rate
human 586

heat susceptibility
Eurytemora 172

height
Arabidopsis 426
barley 400
human 8, 158-61, 272, 586, 726
maize 239, 270, 338, 419, 488, 604-5
pearl millet 239
rice 239, 256, 338
soybeans 403-4
tobacco 220-21, 249

heterozygosity and growth rate
Bolitotherus 290
Drosophila melanogaster 290
marine bivales 289-90
Minulus 290-91
Pinus 290
Salvelinus 290
trees 290

hidden genetic variance
Daphina 105, 106
maize 103

Hirundo (barn swallow)
tail length 726

Hordeum vulgare, see barley
human

Alzheimer’s disease 419
apolipoprotein E gene 419
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human (continued)
arm span 586
birth weight 168-70, 272
blood groups 99-100
blood pressure 586
body size 270
cartilage-hair hypoplasia (CHH) dis-

ease 417-8
chest girth 255, 586
cholesterol levels 356-7, 419
club foot 734
cystic fibrosis (CF) 418
diabetes 420, 421-2, 523, 527, 529, 530,

531, 738-9
diastrophic dysplasis (DTD) disease

415-7
finger length 586
fingerprints 124, 584-5, 586, 590-2
foot length 586
Friedreich ataxia disease 418
genetic map length 211, 236, 396
genome size 396
handedness 741
harelip 734
head size 586
heart disease 279
heart rate 586
height 8, 158-61, 272, 586, 726
Huntington’s disease 418
idiopathic torsion dystonia (ITD) dis-

ease 417
incest taboos 270
IQ 270, 272, 586
lethal equivalents 279
male vs. female mutation rates 347
malnutrition 116
medical school attendance 369-70
mental retardation 279
morphological variance and enzyme

heterozygosity 118
multiple sclerosis 529, 530
psychiatric disorders 529
pyloric stenosis disease 739
reading disability 519-20
schizophrenia 525, 734
skin color 217-19, 229-31, 237-38
viability 272, 279
weight 586

Huntington’s disease
human 418

idiopathic torsion dystonia (ITD) disease
human 417

imaginal discs
Drosophila melanogaster 655, 723-4

Impatiens (jewelweed)
germination date 357-8
life history traits 570

inbreeding depression in stressful envi-
ronments

Drosophila 273
human 273
mouse 273
Tribolium 273

inflorescence disarticulation
maize 428, 481-3
rice 428
sorghum 428
teosinte 481-3

insect-plant interactions
Apterothis and Erigeron 108-109

insecticide resistance
Lucilia 116, 314-15

Insects, see Aedes (mosquito), Apis (honey-
bee), Apterothis (triph), Biston (peppered
moth), Bolitotherus (forked fungus bee-
tle), Callosobruchus (cowpea weevil bee-
tle), Coelopa (seaweed fly), Danaus
(monarch butterfly), Drosophila (fruit
fly), Gryllus (cricket), Euschistus (pen-
tatomid), Liriomyza (leaf-miner), Locusta
(locust), Lucilia (sheep blowfly), Moraba
(grasshopper), Nasonia (wasp), Orch-
esella (springtail) Panaxia (moth), Phei-
dole (ant), Precis (buckeye butterfly),
Scathophaga (dung fly) Schistocerca (lo-
cust), Tribolium (flour beetle) Wyeomyii
(Pitcher-plant mosquito)

internode length
maize vs. teosinte 481-4

Invertebrates, see Bosmina (cladoceran),
Caenorhabditis (nematode), Daphina (wa-
terflea), Eurytemora (copepod), insects,
mollusks, Philodina (rotifer), Tigriopus
(copepod), Tisbe (copepod)

IQ
human 270, 272, 586

Lactucua sativa, see lettuce
Larix (Tamarack)

lethal equivalents 282
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larval foraging behavior
Drosophila melanogaster 380

larval growth on different hosts
Liriomyza 127-28

Leavenworthia (plant)
total fitness 351

leaf area
maize 488

leg length
Ficedula 549
Geospiza 549
Melospiza 549, 551
Parus 549
Scathophaga 726
Tisbe 114

Lemna (duckweed)
fronds area 124

Lepomis (bluegill sunfish)
fin ray, scale counts 114

lethal alleles
Drosophila 65

lethal equivalents
Abies 282
Begonia 282
bison 278, 279
bovine 278
chicken 279
Clarkia 282
Coturnix 279
Drosophila melanogaster 281
Drosophila pseudoobscura 281
Drosophila willistoni 281
Gazella 279
human 279
Larix 282
Lychnis 282
Mimulus 282
Parus 279
Picea 282
porcine 279
Pseudotsuga 282, 283
Raphanus 282
Salvia 282
Schiedea 282
sheep 279

lettuce (Lactucua sativa)
pathogen resistance 408

life history traits 174
Arabidopsis 338
barley 338

life history traits (continued)
Daphnia 338
Gryllus 173-74
Impatiens 570
Mimulus 268
also see specific components (e.g., fer-

tility, longevity, viability)
lima bean (Phaseolus lunatus)

seed size 222, 239
Linum (Flax plant)

changes in rDNA copy number 328
litter size

guinea pig 309
mouse 275, 693
rat 20, 27, 40, 45

Liriomyza (leaf-mining insect)
larval growth on different hosts 127-28

Locusta (locust)
flight polymorphism 107

longevity
Drosophila melanogaster 127-28, 222,

239, 271, 352, 380
Philodina 126

Lucilia (Sheep blowfly)
insecticide resistance 116, 314-15

Lychnis (angiosperm)
lethal equivalents 282

Lycopersicon, see tomato
Lymnaea (snail)

shell coiling 123

maize (Zea mays)
anthesis date 488
bronze-1 gene 325
corn borer resistance 477-8, 488
ear architecture 481-4
daylength sensitivity 428
ear height 488
ear number 488, 604-5
ear size 12, 239
gene order conservation with rice and

sorghum 428-9
genetic map length 211, 236, 396
genome size 396
glume 481-4
grain moisture 488
gray leaf spot resistance 488
height 239, 270, 419, 488, 604-5
hidden genetic variance 103
inflorescence disarticulation 428
internode length 481-4



ORGANISM AND TRAIT INDEX 1015

maize (continued)
kernel weight 480-1
leaf area 488
maize-teosinte differences 481-4
morphological characters 604
oil concentration 479-81, 488
oil content 239
outbreeding depression 225-26
pathogen resistance 408
photoperiod response 428
plant architecture 83-85, 88-92, 481-4
plant size 338
protein concentration 479-81, 488
protein volume 478-9
reproductive traits 117, 337, 338
secondary ears 481-4
seed size 428
seed weight 239
silking time 222, 239
starch concentration 479-81, 488
tassels 481-4
teosinte branched 1 gene 483-4
teosinte glume architecture gene 482
vegetative traits 117, 444
yield 117, 251-52, 270, 444, 488, 604

male mating ability
Drosophila melanogaster 271

male mating activity
Drosophila melanogaster 382

malnutrition
human 116

mammals, see Acinonyx (Cheetah), bi-
son (Bison bison), bovine (Bos), cat (Fe-
lis), Gazella (Speke’s gazelle), guinea
pig (Cavia porcellus), mouse (Mus mus-
culus), Myotis (bat), Peromyscus (deer
mouse), porcine (Sus scrofa), primates,
rat (Rattus), sheep (Ovis aries), Tho-
momys (pocket gopher)

mandible measures
mouse 338

marine bivales
heterozygosity and growth rate 289-90

medical school attendance 369-70
melanism

Biston 323
Melospiza (song sparrow)

beak depth 551, 698
bill length 549
leg length 549, 551
wing length 698

mental retardation
human 279

MHC haplotypes
chickens 423

mouse (Mus musculus)
age-specific growth 484-5
behavioral traits 117
body size 405, 464, 654
body weight 419
brain size 654
cranial measures 338
coat color 426
dental characters 114, 116
dilute gene 426
growth hormone gene 419
growth rate 484-5
inbreeding depression in stressful en-

vironments 273
litter size 275, 693
mean-standard deviation relationship

300
offspring weight and maternal in-

breeding 273
osteometric traits 114, 338
skeletal traits 112, 116-17, 337, 338
Tabby mutation 316
tooth morphology 114, 116
vibrissae (whisker) number 316
weight 117, 222, 239, 273, 700-3, 725

milk production
bovine 499, 506

Mimulus species (monkeyflowers)
anthocyanins 478-9
carotenoids 478-9
corolla length 239
corolla width 478-9
fitness 802
floral differences 478-9
flower color 478-9
flower morphology 239
heterozygosity and growth rate 290-91
lethal equivalents 282
life history characters 268
nectar concentration 478-9
nectar volume 478-9
stigma length 478-9

mitochondrial haplotypes and morpho-
logical differences

Oncorhynchus 695
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mollusks, see bivalues, Crassostrea (oys-
ter), Cerion (snail), Lymnaea (snail), Par-
tula (land snail)

Moraba (grasshopper)
size 381

morphological variance and enzyme het-
erozygosity, 118-20

multiple sclerosis
human 529, 530

Mus musculus, see mouse
mycelia number

Collybia 243
Myotis (bat)

bone lengths 304

Nasonia (wasp)
sex-ratio distorters 126

nectar traits
Mimulus 478-9

Neurospora
genetic map length 211, 396
genome size 396

Nicotiana, see tobacco
node number

pea 489

oats (Avena sativa)
pathogen resistance 408

ocellar bristle number
Drosophila melanogaster 385
Drosophila subobscura 316

offspring weight
Gambusia 124-25
guinea pig 309
mouse 273

oil content
maize 239

oil concentration
maize 479-81, 488

Oncorhynchus (cuthroat trout)
mitochondrial haplotypes and mor-

phological differences 695
Orchesella (springtails)

age at maturity 693
Oryza sativa, see rice
osteometric traits

mouse 114
also see bone length, skeletal traits

outbreeding depression 224-26
Daphina 224

outbreeding depression (continued)
Drosophila 224
maize 225-26
Tigriopus 224

ovariole number
Drosophila melanogaster 617-8

oviposition preference
Drosophila 222, 239

Ovis aries, see sheep

Panaxia (moth)
wing color 53, 61

Papio (baboon)
morphological variance and enzyme

heterozygosity 118
Partula (land snail)

shell length 551
shell width 551

Parus (great tit)
clutch size 549
leg length 549
lethal equivalents 279
viability 279
weight 697, 711

Passer (house sparrow)
mean-standard deviation relationship

300
Passerella (fox sparrow)

morphological variance and enzyme
heterozygosity 119

Pastinaca (parsnip)
antiherbivore defense 568-9
xanthotoxin concentration 568-9

pathogen resistance
barley 408
lettuce 408
maize 408
oats 408
tomatoes 408-9
wheat 408
see also specific pathogens

pea (Pisum sativum)
Ascochyta fungal blight resistance 478
node number 489

peanut (Arachis hypogaea)
mutation rate of quantitative charac-

ters 339
pearl millet (Pennisetum glaucum)

height 239
Pennisetum glaucum, see pearl millet
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Peromyscus (deer mouse)
skull morphology 650-1

Petunia (Petunia)
An1/An2 anthocyanin genes 325

Phaseolus lunatus, see lima bean
Phaseolus vulgaris, see bean
Pheidole (ant)

head size 307
Philodina (rotifer)

longevity 126
photoperiod response

maize 428
rice 428
sorghum 406-7, 428
Wyeomyii 222

Picea (Spruce)
lethal equivalents 282

pig (Sus scrofa), see porcine
Pinus (pine)

genetic map length 211
hetrozygosity and growth rate 120, 290
morphological variance and enzyme

heterozygosity 118
Pisum sativum, see pea
plant,

phenotypic effects of genome size 323
plant architecture

maize vs. teosinte 83-85, 88-92, 481-4
soybean 403-4

plants, see Amsinckia, Antirrhinum (snap-
dragon), Arabidopsis, Begonia (Begonia),
Clarkia, crop plants, Gerbera (Gerbera),
Impatiens (jewelweed), Leavenworthia,
Linum (Flax) Lemna (duckweed), Eich-
hornia (aquatic plant), Erigeron (sea-
side daisy), Lychnis, Mimulus (mon-
keyflower), Pastinaca (parsnip), Petu-
nia (Petunia), Polygonum (annual plant)
Raphanus (radish), Salvia (mint),
Schiedea, Silene (plant), Spartina (grass),
trees, tristylous plants, Vigna (cowpea,
mung beans)

Pleuranectus (plaice fish)
morphological variance and enzyme

heterozygosity 118
plicae

bivalues 114
Poeciliopsis (fish)

fin ray number 114, 117, 125

Poeciliopsis (continued)
scale counts 114, 117
tooth numbers 114

polydactyly
guinea pig 124, 727-8

Polygonum (annual plant)
fruit weight 679

Populus (asphen)
heterozygosity and growth rate 120

porcine
cross-fostering 703
embryo survival 279, 280
lethal equivalents 279

potato (Solanum tuberosum)
gene order conservation with tomato

428
Precis (buckeye butterfly)

wing color patterns 655
primates, see Papio (baboon), Saguinus

(tamarin), human
pronotum width

Callosobruchus 664-5
protein concentration

maize 479-81, 488
protein volume

maize 478-9
Pseudomonas (bacterial plant pathogen)

tomato resistance 407
Pseudotsuga (Douglas fir)

lethal equivalents 282, 283
psychiatric disorders

human 529
also see schizophrenia

pupal weight
Tribolium 338, 703-6, 726

pyloric stenosis disease
human 739

rapeseed (Brassica napus)
flowering time 488
gene order conservation with Ara-

bidopsis 428
Raphanus (wild radish)

flower morphology 655
leaf characters 655
lethal equivalents 282
seed size 696

rat (Rattus)
body size 653-4
brain size 653-4
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rat (continued)
cross-fostering 703
litter size and maternal weight 20, 27,

40, 45
weight 20, 25, 27, 40, 45, 117

reading disability
human 519-20

recombination rate variation
Drosophila melanogaster 395

red pepper (Capsicum frutescens)
fruit shape 239
fruit weight 239

reproductive isolation
Drosophila athabasca 389
Drosophila pseudoobscura × D. persim-

ilis 387
Drosophila simulans × D. mauritiana

387-8
Drosophila simulans× D. sechellia 387

reproductive rate
Drosophila melanogaster 271
Drosophila pseudoobscura 271
Drosophila subobscura 271

reproductive traits
maize 117, 337, 338
rice 338
Spartina 110-11
tobacco 117
tomato 117

reptiles, see Sceloporus (lizard), Tham-
nophis (garter snake), Uta (side-blotched
lizard)

ribosomal genes
Drosophila melanogaster 327-8, 717
Drosophila mercatorum 327-8
Linum 328

rice (Oryza sativa)
gene order conservation with maize

and sorghum 428-9
heading date 477
height 239, 256, 338
inflorescence disarticulation 428
photoperiod response 428
reproductive traits 338
seed set 256
seed size 428
transgressive segregation 477
yield 256

root-knot resistance
tomato 403

rye (Secale cereale)
weight 117
yield 117

Saccharomyces (bakers yeast)
total genetic length 396
genome size 396

Saguinus (tamarin)
cranial measures 112, 114

Salmo (rainbow trout)
gill raker number 112, 114
fin measurements 112, 114

Salvelinus (brook trout)
fin measurements 112, 114
gill raker number 112, 114
heterozygosity and growth rate 290
morphological variance and enzyme

heterozygosity 118
Salvia (mint)

lethal equivalents 282
scale counts

Enneacanthus 115
Gasterosteus 115
Lepomis 114
Poeciliopsis 114, 117
Sceloporus 114
Uta 114

Scathophaga (dung fly)
tibia length 726

Sceloporus (lizard)
mean-standard deviation relationship

300
scale counts 114
sprint speed 122-23

Schiedea (angiosperm)
lethal equivalents 282

Schistocerca (locust)
flight polymorphism 107

schizophrenia
human 525, 734

scutellar bristles
Drosophila melanogaster 312-13, 316,

326-7, 333-6, 338, 339, 385
Secale cereale, see rye
seed color

beans 398
seed production, see fecundity, yield
seed size

lima bean 222, 239
maize 428
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seed size (continued)
Raphanus 696
rice 428
sorghum 428

seed weight
bean 11, 13, 398
maize 239, 428, 480-1
Vigna 428

senescence, see longevity
sex ratio

Graptemys 743-4
sex-ratio distorters

Nasonia 126
sexual dimorphism

Silene 726
sheep (Ovis aries)

Booroola gene 62-63, 73-74
cross-fostering 703
fleece characters 726
lethal equivalents 279
viability 279
weight 726

shell coiling
Lymnaea 123

shell size
Partula 551

Silene (plant)
sexual dimorphism 726

skeletal traits
mouse 116, 11, 337, 338

skin color
human 217-19, 229-31, 237-38

skull measures, see cranial measures
skull morphology

Peromyscus 650-1
Solanum tuberosum, see potato
Solidago (goldenrod)

flowering time 239
sorghum (Sorghum)

flowering date 458-9
gene order conservation with maize

and rice 428-9
inflorescence disarticulation 428
photoperiod response 406-7, 428
seed size 428
yield 117

soybean (Glycine max)
growth rate 403-4
height 403-4

soybean (continued)
plant structure 403-4
transgressive segregation 477
yield 403-4

Spartina (salt marsh cord grass)
reproductive traits 110-11
vegetative traits 110-11

speciation genes, see reproductive isola-
tion genes

sprint speed
Sceloporus 122-123

starch concentration
maize 479-81, 488

sterility in species crosses
Drosophila pseudoobscura × D. persim-

ilis 387
Drosophila simulans × D. mauritiana

387
Drosophila simulans× D. sechellia 387

sternopleural bristles
Drosophila melanogaster 115, 173, 236,

271, 382, 385-7
stigma length

Mimulus 478-9
Sturnus (starling)

clutch size 549
survival, see longevity, viability
Sus scrofa, see porcine
swine, see porcine

Taeniopygia (zebra finch)
bill color 726

tail length
Hirundo 726

tail spine length
Bosmina 303, 304

tarsus length, see leg length
tassels

maize vs. teosinte 481-4
teosinte (Zea mays)

ear architecture 481-4
glume 481-4
internode length 481-4
maize-teosinte differences 481-4
plant architecture 83-85, 88-92, 481-4
secondary ears 481-4
tassels 481-4

Thamnophis (garter snake)
antipredator behavior 106, 655
chemoreceptive response 648-50
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Thamnophis(continued)
color pattern 106, 655
diet shifts 648-50

Thomomys (pocket gopher)
morphological variance and enzyme

heterozygosity 119
thorax length

Callosobruchus 664-5
Drosophila melanogaster 271, 381, 382

tibia length, see leg length
Tigriopus (copepod)

outbreeding depression 224
Tisbe (marine copepod)

leg length 114
tobacco (Nicotiana species)

corolla length 239, 398
height 220-21, 249
flower color 398
flowering time 220, 249, 624-5, 695
germination rate 695
growth rate 695
leaf length 221
reproductive traits 117
vegetative traits 117

toe number, see polydactyly
tomato (Lycopersicon species)

gene order conservation with potato
428

fruit characters 487
fruit color 398
fruit pH 447, 451
fruit size 398
fruit soluble-solids 406, 447, 451
fruit weight 222, 239, 406, 447, 451
genetic map length 211, 396
genome size 396
growth 117
marker variance effects 439
pathogen resistance 408-9
Pseudomonas resistance 407
reproductive traits 117
root-knot resistance 403
tobacco mosaic virus resistance 411
transgressive segregation 477

tooth morphology
mouse 114, 116

transgressive segregation 477-8
rice 477
soybeans 477
tomato 477

transposition rate
Drosophila melanogaster 339

Trees, see Abies (Nobel fir), Larix (Tama-
rack), Picea (spruce), Pinus (Pine), Popu-
lus (asphen), Pseudotsuga (Douglas fir)

Tribolium (flour beetle)
developmental rate 578-9, 602-3
egg laying rate 257
fertility 255
inbreeding depression in stressful en-

vironments 273
pupal weight 338, 703-6, 726

tristylous plants
flower morphology 82

Triticum aestivum, see wheat

Uta (side-blotched lizard)
mean-standard deviation relationship

300
scale counts 114

vertebrae number
Clupea 299

vegetative traits
maize 117, 444
Spartina 110-11
tobacco 117

viability
bovine 279
chicken 279, 280
Coturnix 279
Drosophila 103-105,
Drosophila melanogaster 105, 236, 271,

338, 339, 343-5, 351, 352, 382, 608-
10

Drosophila persimilis 105
Drosophila prosaltans 105, 117
Drosophila pseudoobscura 105, 117, 271
Drosophila willistoni 105, 271
Escherichia coli 339, 345-7
Gazella 279
human 279
Parus 279
porcine 279-80
sheep 279

vibrissae number
mouse 316
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Vigna species (cowpea, mung beans)
seed weight 428

weight
Arabidopsis 117
Callosobruchus 664-5
chicken 222, 239
Drosophila melanogaster 173, 263, 271,

337, 338, 382
Drosophila mercatorum 647
Drosophila pseudoobscura 382
Geospiza 711
guinea pig 309
human 586
mouse 117, 222, 239, 419, 700-3, 725
Parus 697, 711
rat 20, 25, 27, 40, 45, 117
rye 117
sheep 726
also see birth, offspring, and pupal

weight
wheat (Triticum aestivum)

flowering time 245-46
pathogen resistance 408
yield 680

whiskers, see vibrissae number
wing color

Panaxia 53, 61
wing pattern

Precis 655
wing length

Apis 114
Callosobruchus 664-5
Coelopa 381
Drosophila 117
Drosophila melanogaster 114, 271, 338,

381, 382
Ficedula 698
Melospiza 698

wing venation
Drosophila melanogaster 322-3

Wyeomyii (Pitcher-plant mosquito)
photoperiod response 222

xanthotoxin concentration
Pastinaca 568-9

yield
barley 674, 678
maize 117, 251-52, 270, 444, 488, 604
rice 256
rye 117

yield (continued)
sorghum 117
soybean 403-4
wheat 680

Zea mays, see maize, teosinte
Zonotrichia (ruffous-collared sparrow)

morphological variance and enzyme
heterozygosity 118, 120


