
Anholt, R. R. H., C. L. Dilda, et al. (2003). "The genetic architecture of odor-guided
behavior in Drosophila: epistasis and the transcriptome." Nature Genetics 35(2): 180-
184.

Brem, R. B. and L. Kruglyak (2005). "The landscape of genetic complexity across 5,700
gene expression traits in yeast." Proceedings of the National Academy of Sciences of the
United States of America 102(5): 1572-1577.

Brem, R. B., G. Yvert, et al. (2002). "Genetic dissection of transcriptional regulation in
budding yeast." Science 296(5568): 752-755.

Gibson, G., R. Riley-Berger, et al. (2004). "Extensive sex-specific non-additivity in gene
expression in Drosophila melanogaster." Genetics 167(4): 1791-179.

Gompel, N., B. Prud'homme, et al. (2005). "Chance caught on the wing:  cis-regulatory

evolution and the origin of pigment patterns in Drosophila." Nature 433: 481-487.

Harbison, S. T., S. Chang, et al. (2005). "Quantitative genomics of starvation stress
resistance in Drosophila." Genome Biology 6(4).

Jin, W., R. M. Riley, et al. (2001). "The contributions of sex, genotype and age to
transcriptional variance in Drosophila melanogaster." Nature Genetics 29(4): 389-395.

Monks, S. A., A. Leonardson, et al. (2004). "Genetic inheritance of gene expression in
human cell lines." American Journal of Human Genetics 75(6): 1094-1105.

Schadt, E. E., S. A. Monks, et al. (2003). "Genetics of gene expression surveyed in
maize, mouse, and man." Nature 422: 297-302.

Shapiro, M. D., M. E. Marks, et al. (2004). "Genetic and developmental basis of
evolutionary pelvic reduction in threespine sticklebacks." Nature 428(6984): 717-723.

Wayne, M. L. and L. M. McIntyre (2002). "Combining mapping and arraying: An
approach to candidate gene identification." Proceedings of the National Academy of
Sciences of the United States of America 99(23): 14903-14906.

Wittkopp, P. J., B. K. Haerum, et al. (2004). "Evolutionary changes in cis and trans gene

regulation." Nature 430: 85-88.



Yvert, G., R. B. Brem, et al. (2003). "Trans-acting regulatory variation in Saccharomyces

cerevisiae and the role of transcription factors." Nature Genetics 35(1): 57-64.


